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Sequence Analysis of SBR Gene in Expressional Plasmid of Transgenic Plant

JIANG Shao-yun, LING Jun-qi

(Department of Oral Medicine, College of Stomatology, Sun Yatsen University of Medical Sciences Guangzhou 510055 China)

Abstract: [Objective] To sequence P1 gene(184 ~1946 bp) including SBR gene in expressional plasmid of
transgenic plant. [M ethods] pROP1 plasmid was extracted from E. /i DH5a, P1 gene was sequenced by PCR
sequence kit and DNA autosequencer and com pared with surface protein gene of Streptococcus mutans in Gen-
Bank. [Results] 616 base pairs from 5" end and 466 base pairs from 3" end were sequenced, its accuracy isup to
98%. [Conclusion] The sequence of P1 gene’ s 5" end and 3" end is consistent with DNA sequence of SBR re-
gion of Streptococcus mutans surface protein pac gene and may provide useful informations to construct the

transgenic plant anticaries vaccine.
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aaattagtaaaacactgtgtggtgctgtictaggaacagtagcagceagtctcigtagcaggacaaaaggtiitigccgatgaaacg
accactactagtgatgtagatactaaagtagttggaacacaaactggaaatccagcgaccaatitgccagaggctcaagggagt
gcgagtaagggctgaacaaagtcaaaaccaagcetggagagagacaaatggttcaataccagttgaagtacctaaaactgatct
tgatcaagcagcaaaagatgctaagtctgctggtgtcaatgttgtccaagatgccgatgttaataaaggaactgttaaaacagctt
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cagtgcagctttaatagaagtttgttcatcttcgtatgectttaacttaacatggatagtcttgctaaatcttittgatatttggeaagatetg
cttgatacttagcaagttitgcticagtaatcagetttagcatccgeattgcgeticttaattgcagtattttcagcetgtgagcgctgcattig
cggcattattigcigctacagetgettcataggecgetttageatcegeatiggcettittgaacgegagegagcetctgtttgataggegg
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Fig. 1 The sequence of 5" end and 3’ end of gene inserted in pROP | plasmid



50

(Acad J SUMS), 2001, 22(1)

pRPB1 , PCR
pac (saliva-
binding region, SBR) Pl )
. PCR DNA
RNA s
. PCR ,
. . Taq DNA
PCR .
1. 76 kb,
pROP1  pRPBI
DNA DNA
. 4
4 » 4 ,
,  DNA
3.2
(Pac) ) °
pac el spaP
(7 sr [ . ¢
, f

[7 , P1
. SBR
616 466 )
Internet  GenBank
, PCR
98% . PCR SBR
Pl )

[ 1] Thanavala Y, Yang YF, Lyons P, ¢fq/. Immunogenic-
ity of transgenic plant- derived hepatitis B surface antigen
[J]. Proc Natl Acad Sci USA, 1995, 92(8):3358.

[ 2] Arakawa T, Chong D K, Langridge W H. Efficacy of a
food plant-based oral cholera toxin B subunit vaccine[ J] .
Nat Biotechnol, 1998, 16(3): 292.

[ 3] Hajishengallis G; Koga T, Russell M W. Affinity and
specificity of the interactions between Streptococcus mu-
tans antigen I/ 1l and salivary components [ J] . J Dent
Res 1994 73(9).1493.

[ 4 Sambrook } Fritsch E F, Maniatis T. Molecular Cloning
[M]. 2nd ed. Cold Spring Harbor: Cold Spring Harbor
Laboratory Press, 1989.26.

[§ Alischul S F, Thoma L M, Alejandro A S et al.
Gapped BLAST and PSFBLAST: a new generation of
protein database search programg J]. Nucleic Acids Res
1997, 25C17): 3389.

[ 6 Koga T, Okahashi N, Takahashi T, et al. Surface hy-
drophobicity adherence and aggregation of cell surface pro-
tein antigen of streptococcus mutans serotype ¢ J] . Infect
Immun, 1990 58(2):289.

[7] Ma J K, Kelly C G Munro G, et al . Conservation of
the gene encoding streptococcal antigen I /Il in oral
streptococei [ J] . Infect Immun 1991, 59(8): 2686.

[ § Ogier ] A, Wachsman D, Scholler M, et al/. Molecular
characterization of the gene srof the saliva interacting pro-
teinfrom streptococcus mutans OMZ175 [ J]. Arch Oral
Biol, 1990, 35CsuppD: 25s.



